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Detailed protocol 


This protocol provides instructions for running WORMS to generate antibody cage backbones using WORMS' helical protein fusion and geometry check 
functions. 


1. Setup a local copy of WORMS (helical fusion software) 
© Follow the instructions at https:/Avorms.readthedocs.io/en/latest/installation.html 
° More information can be found at http://doi.org/10.528 1/zenodo.4441201 and hitps://github.com/willsheffler 
© Note that pyrosetta is required for setting up your WORMS environment: httos://github.com/willshefflerAworms/blob/1.0.1/environment.yml| 
2. Download the example antibody cage fusion scripts at http://doi.org/10.5281/zenodo.4599680 
© This file contains a readme.txt file with an explanation of its contents. 
3. Using a terminal, cd into the worms_setup_examples directory. 
4. Update the paths in t32.sh to your worms python path (installed in step 1). 
© This should look like: OMP_NUM_THREADS=1 PYTHONPATH=/path/to/worms /path/to/your/python -m worms @t32.flags 
© Note that there is an errant" at the end of the current t32.sh file that needs to be deleted. 


. To execute this antibody cage fusion run, type in the terminal: ./t32.sh 

. To design other cage geometries, update the t32.flags file following the comments at the bottom of the file. 

. To add or remove building blocks, adjust the txt files in the databases directory. 

. To run Rosetta sidechain design/packing on the WORMS fusion outputs, follow the instructions in the design_example directory. 
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